Ultrasound-measured ribeye area (REA) expected progeny differences (EPD) were calculated for 2974 Brangus cattle. Carcass data were collected from 168 steer progeny sired by eight bulls with ultrasound-measured ribeye area EPDs. A heritability estimate of .40 for ultrasound-measured REA and a 2.82 sq. in. range in genetic differences in ultrasound-measured REAs in this population indicate considerable opportunity to make genetic change in this trait. The regression of progeny average carcass REA on the sire's ultrasound measured ribeye area EPD indicated that for each square inch change in the EPD, the carcass REA of their progeny changed by .69 sq. in. The ultrasound-measured ribeye area EPD of young breeding stock appears to be a reasonably good predictor of their progeny's carcass ribeye area.
Introduction
Surveys have shown that consumers want cattle with a reasonable amount of muscle with good quality and low fat. Tools must be developed that let us select foundation stock to produce cattle to meet those specifications. Collection of carcass data is time consuming and expensive, but ribeye area can be measured directly at moderate cost on young breeding stock using ultrasound equipment. Research has indicated that carcass REA is a good indicator of total muscle. With these facts in mind, a research project was started in 1986 using Brangus cattle to evaluate the feasibility of this technique. One year is the most desirable age at which to obtain the ultrasound-measured REA (1991 KSU Cattlemen's Day report). The genetic parameter estimates for the traits involved were reported in the 1992 KSU Cattlemen's Day report. This project has continued with the calculations of ultrasound-measured REA expected progeny differences (EPD) for Brangus cattle and collection of carcass data from progeny sired by bulls with ribeye area EPDs.
Experimental Procedure
Ultrasound-measured REA and yearling weight were obtained from 2178 yearling Brangus cattle from 1986 to 1992 at Brinks Brangus, Eureka, KS and Auburn University. At measurement, they were between 320 and 410 days of age, and both sexes were measured. A two-trait (yearling REA and yearling weight) animal model was used to calculate EPD for REA. Heritabilities of .40 for REA and .44 for yearling weight, and a genetic correlation of .38 between them (1992 KSU Cattlemen's Day report) were used in the analysis. All animals were evaluated, including 796 parents that did not have their ribeye areas measured, and 2,178 progeny who had ultrasound-measured ribeye areas, for a total of 2,974 animals.
Carcass data were collected from 168 steer progeny produced by eight bulls with Reported in square inches of ribeye area. a ultrasound-measured ribeye area EPDs in an effort to determine the relationship between the ultrasound-measured trait in young breeding animals and the carcass traits of their progeny. The steers were placed on a finishing ration after weaning at an average age of 284 days and were fed for an average of 129 days, making them 13.6 months old when carcass data were collected at the IBP plant at Emporia, Kansas.
Results and Discussion
The EPDs for ultrasound-measured REA ranged from -.51 to .90 sq. in. Because the EPD is half of the breeding value, this indicates a genetic difference for REA of 2.82 sq. in. With a heritability of .4, considerable change can be made through selection. The genetic trend for the population evaluated is given in Table 1 . After ultrasound measurement of REAs became available, some selection was practiced for larger REA, as evidenced by the larger EPDs during the last 2 years.
The average of carcass traits from progeny produced by eight sires and their EPDs are given in Table 2 . There was a 1.4 sq. in. difference in REA between the progeny averages of the highest and lowest sire groups. The carcass REAs of progeny were closely related to the EPD of their sire, except for sire 392X, which had one of the larger EPDs but progeny with the smallest REAs. Even so, on the average, for each 1 sq. in. increase in sire's EPD, the progeny carcass REA increased by .69 sq. in. The sire group with the largest REA also had the heaviest carcass weight, least back and kidney-pelvic-heart fat, and lowest yield grade number. The progeny groups with the highest quality grades also had the most backfat. There appears to be little relationship between REA and quality grade. Sire 772X produced progeny with large average REA, one of the higher average quality grades, and a low yield grade. This project will be continued with carcass data collected from more sire progeny groups. However, sufficient variation seems to occur between sire groups to make changes in carcass traits. At this point, the ultrasound-measured ribeye area EPD appears to be a reasonably good indicator of progeny carcass REA. xyz KPH = % kidney, pelvic, and heart fat.
